
Latini Andrea

Date and place of birth:
28/07/1991 in Civita Castellana 01033 (VT), Italy.

Education

2020: PhD in "Applied Biotechnology and Translational Medicine" (XXXII cycle) at the Laboratory
of Medical Genetics, Department of Biomedicine and Prevention, University of Rome "Tor
Vergata"
Thesis: “Genomic and expression variability of miRNAs in Diabetic Neuropathy”

2016: Qualification to the profession of Biologist, University of Rome "Tor Vergata"

2016: Master’s Degree in Human Biology and Evolution (110/110 with honours), University of
Rome "Tor Vergata"
Thesis: “Variabilità genetica nella Sindrome di Sjogren primaria: studio di polimorfismi associati
con la suscettibilità ed il fenotipo della malattia”

Research and/or professional experience

Current position
Research fellow of the project "Genetic and immunological determinants of clinical manifestations
of SARS-CoV-2 infection" at the Laboratory of Medical Genetics, Department of Biomedicine and
Prevention, University of Rome "Tor Vergata

From 2022
Teaching Assistant of General Pathology and Medical Genetics, Master’s Degree in Medical
Biotechnology, at the University of Rome "Tor Vergata

From 2021
Teaching Assistant of Phamarcogenomics, Degree in Pharmacy at the University of Rome "Tor
Vergata”.
Teaching Assistant of Medical Genetics, Degree in Medicine and Surgery at the University of
Rome "Tor Vergata”.

From February 2022 to January 2023
Research fellow of the project "Development, Characterization, and Validation of predictive tests
of genetic susceptibility to COVID-19" at the Laboratory of Medical Genetics, Department of
Biomedicine and Prevention, University of Rome "Tor Vergata ”

From January 2020 to December 2021
Research fellow of the project "Genomic and epigenetic biomarkers in diabetic neuropathy" at the
Laboratory of Medical Genetics, Department of Biomedicine and Prevention, University of Rome
"Tor Vergata”

From November 2016 to October 2019



PhD student in "Applied Biotechnology and Translational Medicine " at the Laboratory of Medical
Genetics, Department of Biomedicine and Prevention, University of Rome "Tor Vergata"

From June 2016 to October 2016
Fellow of the project "Genomic variability of circulating microRNAs and their possible use as
genomic biomarkers of response to therapy and risk of complications in type 2 diabetes" at the
Laboratory of Medical Genetics, Department of Biomedicine and Prevention, University of Rome
"Tor Vergata"

Research Area

Study of the genetic and epigenetic contribution in multifactorial diseases (Sjogren's Syndrome,
Systemic Lupus Erythematosus, Type 2 Diabetes Mellitus, Crohn's Disease, Rheumatoid Arthritis,
COVID-19), Pharmacogenetic studies (involvement of the genetic component in the response to
pharmacological treatment in terms of efficacy and toxicity). The scientific activity is documented
by 33 publications in peer-reviewed international journals and with h -index = 14 (Scopus source).

Hard Skills

Experience in data analysis and in the use of specific techniques and tools in scientific research
laboratories applied to medical genetics.
Good theoretical/practical knowledge of molecular techniques: DNA extraction from whole blood
by manual (Salting out) and automated method, RNA extraction, quantization of extracted nucleic
acids by spectrophotometry, PCR and Real-Time PCR for allelic discrimination assays,
Sequencing by Sanger method, Real-Time PCR for expression assays, analysis and interpretation
of NGS (Next Generation Sequencing) data.
Basic knowledge in the application of complex statistical techniques (contingency tables,
association tests, odds ratio calculation, analysis of variance (Anova), Regression) for the analysis
of clinical data in gene association studies. Ability to infer and construct haplotypes using specific
programs.

Other

Winner of the "Genes 2022 Best Paper Awards" for the publication “COVID-19 and Genetic
Variants of Protein Involved in the SARS-CoV-2 Entry into the Host Cells” (doi: 10.3390 /
genes11091010)

Winner of Educational Grant Eli Lilly-SID for participation in the EASD (European Association for
the Study of Diabetes) Annual Congress. From 16 to 20 September 2019, Barcelona.

Participation in the 27th National Congress of the SID (Italian Society of Diabetology) as Speaker,
with a lecture entitled: "MiRNA and Diabetic Neuropathy". From 16 to 19 May 2018, Rimini.

Winner of Educational Grant by the Italian Society of Personalized Medicine for the participation in
ESPT 2017 Conference. From 4 to 7 October 2017, Catania

Participation in the 5th congress “INFLAMMATORY BOWEL DISEASE: OPEN DOORS” as
Speaker, with a lecture entitled: " Role of miRNAs in IBD susceptibility". 10 September 2022,
Verona.
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